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Introduction



Go back to bases

X-ray diffraction of DNA1 & Autoradiography of chromosome2

DNA is the carrier of genetic information, having access to this
information allows us to:

• understand the origin of genetic diseases
• reconstruct steps of the evolution
• identify species
• observe the structure of the population

Many biological phenomena can be seen from a genomic
perspective How we can read this information ?

1[Franklin and Gosling, 1953]
2[Cairns, 1963] 1
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